Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.045; wR factor = 0.109; data-to-parameter ratio = 7.3.
In the title compound, C 11 H 12 N 2 O 2 ÁC 7 H 5 NO 4 ÁC 2 H 6 O, the (2S*)-2-amino-3-(1H-indol-3-yl)propionic acid is present in the zwitterionic form. In the crystal structure, 2-amino-3-(1H-indol-3-yl)propionic acid molecules and pyridine-2,4-dicarboxylic acid molecules are linked through strong intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds, forming layers parallel to (100). The layers are linked through the ethanol molecules via somewhat weaker intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds, forming thus a threedimensional network. Weak C-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonding and -interactions between the aromatic rings are also present.
Related literature
For supramolecular structures with imino, carboxylate and pyridine groups interconnected via intermolecular hydrogen bonds, see : Broker & Tiekink (2010) ; Hemamalini & Fun (2010) ; Narimani & Yamin (2010) ; Pourayoubi et al. (2010) . For a description of the Cambridge Structural Database, see: Allen (2002) . For hydrogen bonding, see: Desiraju & Steiner (1999 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) x À 1; y; z þ 1; (iii) x; y; z À 1; (iv) x; y; z þ 1; (v) x þ 1; y; z À 1. Table 2 -interactions (Å ).
Cg1, Cg2 and Cg3 are the centroids of the N2,C9,C8,C14,C15 (pyrrole), C8-C13 (benzene) and N1,C1-C5 (pyridine) rings, respectively.
Data collection: SMART (Bruker, 1998); cell refinement: SAINT (Bruker, 1998); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 Broker & Tiekink, 2010; Hemamalini & Fun, 2010; Narimani & Yamin, 2010) . The present paper reports a new supramolecular structure of the title compound.
The title compound consists of (2S*)-2-amino-3-(1H-indol-3-yl)propionic acid molecule in the zwitterionic form, pyridine-2,4-dicarboxylic acid molecule and ethanol molecule (Fig. 1 ). In the crystal structure, (2S * )-2-amino-3-(1H-indol-3-yl)propionic acid molecules and pyridine-2,4-dicarboxylic acid molecules are linked via the strong intermolecular O-H···O and intermolecular N-H···O hydrogen bonds (Desiraju & Steiner, 1999 ), see Tab. 1. These molecules form layers parallel to the plane (1 0 0). The layers are further linked with ethanol molecules via weaker intermolecular O-H···O hydrogen bonds (Tab. 1) forming the three-dimensional network (Fig. 2) . There is also a C-H···O weak hydrogen bond (Tab. 1). Moreover, there are also π-electron ring-π-electron ring interactions in the structure that are specified in Tab. 2 (Spek, 2009 ).
The difference electron density map contained some peaks in the vicinity of O5 and O6 along the direction O1-H1 and O7-H7. However, the C18-O5 (1.235 (4) Å) and C18-O6 (1.242 (4) Å) distances corresponded well to the unprotonated C-O distances in the carboxyl group. The search in the Cambridge Crystallographic Database (version 5.31 with addenda up to February 26, 2010; Allen, 2002) has revealed that the average C-O distance in the carboxyl is 1.251 (1) Å from 1269 observations, <i. e.> close to the distances C18-O5 and C18-O6.
Experimental
Equimolar quantities (1.0 mmol each) of (2S*)-2-amino-3-(1H-indol-3-yl)propionic acid (L-tryptophan) (204 mg) and pyridine-2,4-dicarboxylic acid (167 mg) were mixed in solution (50 ml) of ethanol and water (v:v = 1:1). The mixture was stirred at room temperature for 3 h to give a colourless solution. After keeping the solution in air for 15 d, colourless blockshaped crystals with average size of 0.3 mm × 0.2 mm × 0.2 mm developed.
Refinement
All the H atoms have been observed in the difference electron density maps. The atoms attached to C atoms were have been constrained: C aryl -H, C methylene -H, C methyl -H = 0.93, 0.97, 0.96 Å, respectively. U iso (H aryl )=1.2U eq (C aryl ), U iso (H methylene )=1.2U eq (C methylene ), U iso (H methyl )=1.5U eq (C methyl ). The hydrogens from N3 have also been constrained: The absolute structure has been determined from known configuration of (2S*)-2-amino-3-(1H-indol-3-yl)propionic acid (L-tryptophan) used in the preparation. Figures   Fig. 1 . The constituing molecules of the title structure, showing 30% probability displacement ellipsoids and the atom-numbering scheme. bsorption correction: multi-scan (SADABS; Sheldrick, 1996) h = −8→8 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

